















































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































Enzyme  Substrate  Linkage  Product  Reference 
Cellulose 
Synthase 






























































































































Gene Locus Description Source Epitope Epitope Amino Acid Sequence Epitope DNA Sequence 
AtCeSA1 AT4g32410 Cell Wall Synthase 
Primary 
cDNA His HHHHHH CACCACCACCCACCACCAC 
AtCeSA3 AT5g05170 Cell Wall Synthase 
Primary 
cDNA C-Myc EQKLISEEDL CACCATGGAATCCGAAGGAGAAACCG 
COBRA AT5g60920 GPI bound protein G21905 HSV QPELAPEDPED CAGCCAGAGTTAGCGCCGGAGGACCCGGAGGAC 
DET3 At1g12840 V-ATPase subunit C U16695 V5 GKPIPNPLLGLDST GGAAAGCCTATACCTAACCCTCTACTCGTACTAGACTCAACA 
POM1 At1g05850 Chitinase-like protein C00164 
(E) 




















AtCeSA1 FWD CACCATGCACCACCACCCACCACCACGAGGCCAGTGCCGGC  76.4 
 54   REV CTAAAAGACACCTCCTTTGCCA  55.1 
AtCeSA3 FWD CACCATGGAACAAAAACTTATTTCTGAAGAAGATCTGGAATCCGAAGGAGAAACCG  66.5 
54   REV CTAACAGTTGATTCCACATTCC  51.5 
COBRA FWD CACCATGGAGTCTTTCTTCTCCAG  57.1 
 56   REV TTAGTCCTCCGGGTCCTCCGGCGCTAACTCTGGCTGGGCAGAGAAGAAGAAAA  72.6 
DET3 FWD CACCATGACTTCGAGATATTGGGTGG  59.1 
 56   REV 
CTATGTTGAGTCTAGTACGAGTAGAGGGTTAGGTATAGGCTTTCCAGCAAGGTTGATA
GTGAAGGAG  67.7 
POM1 FWD CACCATGGTGACAATCAGGAGTGGTTC  61.1 


































































































































Cells Expressing gp64 Protein (%)
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